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= The power spectrum of the genomic signal is computed as: Conclusions

= Protein-coding regions of DNA have been found to have a peak at
frequency peak at frequency 1/3 in their Fourier spectra. This is called the
period-3 property.

Numerical Representation of DNA Sequences Indicator ) Wil » The period-3 property might be related to the different statistical

sequences distributions of codons between protein coding and non-coding DNA
. AglK] sections.

= Genomic Iinformation is digital in a very real sense; it Is represented in the

_ A * The period-3 property can be used as a basis for identifying the coding
form of sequences of which each element can be one out of a finite number of ' '

and non-coding regions in a DNA seguence.
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= DNA molecules as well as well as proteins can be represented by numerical eierences
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